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Sequences of amplified DNA fragments from the ornithine transcarbamylase (OTC) genes were screened for 10 polymorphic single base substitutions in order to determine their frequency in the population. Six of the polymorphisms showed a frequency of 0.02 or less. The remaining four polymorphisms showed a range in frequency from 0.125 to 0.5. Based on the allele frequencies of the four common polymorphisms, we calculated that a female has an 87% chance of being heterozygous for at least one locus. These intragenic sequence variations can be used for tracking of deleterious OTC alleles whenever the deleterious mutation cannot be found and should also prove useful for prenatal diagnosis.